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Neurodegenerative diseases like Alzheimer’s disease are characterized by the accumulation of misfolded proteins into fibrils in the 
brain. Atomic force microscopy is a nanoscale imaging technique that can be used to resolve and quantify protein aggregates from 
oligomers to fibrils. Recently, we characterized protein fibrillar aggregates adsorbed on the surface of red blood cells with atomic force 
microscopy from patients with neurocognitive disorders, suggesting a novel Alzheimer’s disease biomarker. However, the age asso-
ciation of fibril deposits on red blood cells has not yet been studied in detail in healthy adults. Here, we used atomic force microscopy 
to visualize and quantify fibril coverage on red blood cells in 50 healthy adults and 37 memory clinic patients. Fibrillar protein deposits 
sporadically appeared in healthy individuals but were much more prevalent in patients with neurodegenerative disease, especially 
those with Alzheimer’s disease as confirmed by positive CSF amyloid beta 1–42/1–40 ratios. The prevalence of fibrils on the red blood 
cell surface did not significantly correlate with age in either healthy individuals or Alzheimer’s disease patients. The overlap in fibril 
prevalence on red blood cells between Alzheimer’s disease and amyloid-negative patients suggests that fibril deposition on red blood 
cells could occur in various neurodegenerative diseases. Quantifying red blood cell protein fibril morphology and prevalence on red 
blood cells could serve as a sensitive biomarker for neurodegeneration, distinguishing between healthy individuals and those with neu-
rodegenerative diseases. Future studies that combine atomic force microscopy with immunofluorescence techniques in larger-scale 
studies could further identify the chemical nature of these fibrils, paving the way for a comprehensive, non-invasive biomarker plat-
form for neurodegenerative diseases.
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Graphical Abstract

Introduction
Neurodegenerative diseases are characterized by the progres-
sive accumulation of misfolded proteins. Alzheimer’s dis-
ease, the most prevalent of these conditions, is responsible 
for ∼60–80% of all dementia cases.1-3 It is characterized 
by the formation of extracellular fibrillary β-amyloid (Aβ) 

brain plaques, which initiate a pathological cascade involv-
ing the intraneuronal aggregation and trans-synaptic spread-
ing of fibrillary hyperphosphorylated tau proteins, 
neuroinflammation and oxidative stress, leading to neuronal 
injury and degeneration.4,5 Misfolded amyloid and tau pro-
teins tend to aggregate into fibrils formed by amyloid beta- 
sheets that spread in a disease-specific pattern throughout 
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the nervous system.6-8 Studies suggest that even minor reduc-
tions in Aβ and tau clearance, facilitated by the CSF’s bulk 
flow across the blood–brain barrier (BBB), perivascular cir-
culation and glymphatic system, can disrupt the balance of 
Aβ production and clearance This imbalance triggers protein 
misfolding, aggregation and early extracellular build-up.9-13

Alzheimer’s disease pathology frequently co-occurs with 
α-synuclein, TDP-43 and vascular pathologies, highlighting 
the prevalence of multiple proteinopathies in neurodegenera-
tive diseases.14-16 Although distinct proteins are involved in 
different neurodegenerative diseases, protein misfolding 
into fibrillary aggregates via oligomeric species formation 
is found to be a common mechanism shared by neurodegen-
erative diseases like Alzheimer’s disease,17 Parkinson’s 
disease and Lewy body disease,18 frontotemporal degener-
ation19 and amyotrophic lateral sclerosis.20

Aging significantly increases the risk of neurodegenerative 
diseases such as Alzheimer’s disease. With the incidence doub-
ling roughly every 5 years post 65 years of age, the majority of 
cases are found in those 85 years and older.21 Therefore, ex-
ploring how aging influences protein aggregation in healthy in-
dividuals and neurodegenerative diseases is a question of 
significant importance, albeit currently understudied. Studies 
conducted on animal models suggest that protein aggregation 
is not confined to disease states but is a process associated 
with aging itself.22,23 However, certain proteins with a predis-
position for aggregation might trigger the formation of disease- 
specific protein Aβ aggregates.24 Additionally, in vitro studies 
have demonstrated cross-seeding between Aβ and other aggre-
gating proteins linked to neurodegenerative diseases, including 
α-synuclein, tau and TDP-43.25-27 Given that pathologic Aβ 
and tau proteins have been shown to adhere to surfaces,28,29

evaluating both soluble and insoluble protein aggregates, in 
CSF and blood could serve as potentially valuable biomarkers 
to distinguish between healthy aging and neurodegenerative 
diseases. Currently, only amyloid and tau PET imaging offers 
direct measurements of pathologic protein aggregation in 
Alzheimer’s disease.30-32 In contrast, soluble Aβ and tau species 
levels in CSF and plasma, while indicative of Alzheimer’s dis-
ease pathology, do not directly measure pathological protein 
misfolding and aggregation. In recent years, immuno-infrared 
sensors have shown reliable detection of misfolding and 
β-sheet structure formation of Aβ proteins in plasma of 
Alzheimer’s disease patients.33,34 This structural marker of 
Aβ misfolding can predict future clinical Alzheimer’s disease 
up to 17 years before clinical conversion.35,36

Resolving and measuring protein fibril deposits on red blood 
cells (RBCs), which have a lifespan of approximately 120 days 
(range 70–140 days),37 could provide valuable insights into 
protein misfolding and aggregation. Such a biomarker for neu-
rodegenerative diseases could be more stable and less influ-
enced by environmental and metabolic factors compared to 
plasma biomarkers,38,39 similar to how glycated haemoglo-
bin40 is used in managing diabetes.41 Lan et al.42 demonstrated 
that Alzheimer’s disease patients exhibit significantly higher 
amyloid binding on RBCs and altered RBC morphology, using 
thioflavin T staining and immune fluorescence assays. Yet, 

standardized methods for detailed analysis and quantification 
of protein deposits on RBCs are lacking.

Atomic force microscopy (AFM) offers a promising ap-
proach to characterize protein aggregate morphology in blood 
samples in a label-free manner, providing insights into protein 
aggregation and neurodegenerative disease progression.43-45

AFM allows the study of protein aggregates from oligomers 
to fibrillar aggregates involved in Alzheimer’s disease patho-
genesis, both in CSF43,44,46 and on the surface of RBCs, without 
the need for complex sample preparation steps. Preliminary 
data from our research indicate that fibrils are present in abun-
dance on the surface of RBCs in patients with Alzheimer’s dis-
ease, suggesting that fibril coverage could potentially serve as a 
biomarker for Alzheimer’s disease pathology.47

Nevertheless, there is a clear need for more data on protein, 
particularly fibril aggregation, on RBCs in healthy aging indivi-
duals since we have previously only studied samples from a 
small group of blood donors (n = 8) lacking clinical character-
ization.47 This will enhance our understanding of fibril aggre-
gates on RBCs as potential indicators of neurodegenerative 
diseases, particularly Alzheimer’s disease. To the best of our 
knowledge, only one recent study has reported an increase in 
hyper-stable protein aggregates in plasma with aging.48

However, this work did not investigate protein morphology 
or provide a clinical-level characterization of the plasma donors.

In this study, we use AFM to evaluate the burden of fibrils 
on RBCs in cognitively healthy adults spanning an age range 
from 18 to 88 years. We then compare this fibril coverage on 
RBCs between these healthy individuals and a heterogeneous 
memory clinic cohort previously published.47

Materials and methods
Study population
We analysed data from 50 cognitively healthy adults (HC) 
aged 18–88 years and 37 patients with cognitive complaints. 
Informed consent was obtained from all participants, and 
consent from accompanying relatives was obtained when ne-
cessary. The study procedures were approved by the ethics 
committee of East Switzerland (number: 202000558) and 
followed the Declaration of Helsinki.

Cognitively unimpaired subjects
Between November 2021 and January 2022, we recruited 50 
adult participants without cognitive complaints through 
media advertising. Participants underwent a general health 
questionnaire, the BrainCheck screening questionnaire for 
cognitive complaints,49 neurological examination and cogni-
tive screenings [Montreal Cognitive Assessment (MoCA)50

and Quick Mild Cognitive Impairment (QMCI) 
Assessment51]. Participants with cognitive complaints, a 
MoCA score below 26/30 points or a QMCI score below 
67/100 points, brain diseases and pathologic findings on 
clinical neurological examination were excluded.
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Patient cohort
We used data from the first 37 patients who presented with 
cognitive complaints at the memory clinic of the 
Department of Neurology at the Cantonal Hospital 
St. Gallen and underwent a lumbar puncture. The patient co-
hort was recruited between May and October 2020 and is 
described in our previous publication.47 Four patients were 
excluded from our previous analysis due to assumed im-
plausible results with reduced Aβ42 and Aβ40 levels, but it 
is now recognized that reduced Aβ42 and Aβ40 levels can oc-
cur in neuroinflammatory conditions and CSF dynamics 
disorders.52-55 Therefore, data from all 37 patients with 
CSF were included in this analysis.

All patients underwent a comprehensive diagnostic work-
up comprising a neurological and neuropsychological exam-
ination, structural MRI imaging and CSF analyses. 
LUMIPULSE G assays (Fujirebio, Tokyo, Japan) were used 
to measure tTau Ag, pTau 181, β-amyloid 1–42, β-amyloid 
1–40 and the corresponding Aβ 1–42/Aβ 1–40 ratio. 
Positive amyloid status was defined using standard labora-
tory cut-offs (CSF-β-amyloid 1–42/1–40 ratio < 0.068). 
Furthermore, the blood haemoglobin, creatinine and 
C-reactive protein levels as well as the CSF/serum quotient 
of albumin (QAlb = AlbCSF/AlbSerum × 1000) as indicators 
of BBB function were recorded.

Clinical diagnoses according to diagnostic criteria were 
determined through interdisciplinary consensus. For further 
statistical analyses, patients were divided into three groups 
according to the cognitive status and evidence for neurode-
generation, as well as the amyloid status. 

• SCD/other A−: eight patients with no evidence of 
neurodegenerative disease, including two with normal 
cognition, i.e. subjective cognitive disorder, and five with 
impaired cognition due to other causes (e.g. psychiatric 
disorder). All patients in this group tested negative for 
amyloid.

• MCI/D A−: eleven patients with cognitive impairments in 
either mild cognitive impairment (MCI) or dementia 
stage, showing evidence of a neurodegenerative disease 
who were amyloid-negative. Diagnoses included MCI 
due to vascular disease (MCI VD, n = 3), dementia due 
to vascular disease (VDD, n = 3),56 unspecified MCI 
(n = 1), idiopathic normal pressure hydrocephalus 
(n = 1),57 Parkinson’s disease dementia (n = 1) and Lewy 
body dementia (n = 1).58

• MCI/D A + (n = 18): eighteen patients with cognitive 
impairments in either MCI or dementia stage, showing 
evidence of amyloid positivity. The primary diagnoses 
were MCI due to Alzheimer’s disease (MCI AD, n = 2) 
or probable Alzheimer’s disease dementia with 
biomarker evidence (n = 14) according to the NIA-AA 
criteria of 2011.59 One patient was diagnosed with vascu-
lar dementia (dementia due to vascular disease), and an-
other patient had a rapidly progressing dementia form 
(other).

Sample handling and AFM 
measurements
Six air-dried blood smears per participant were prepared 
within 24 h using about 50 μl of ethylenediaminetetraacetic 
acid blood each and stored at room temperature until trans-
port into the laboratory facilities at Swiss Federal 
Laboratories for Materials Science and Technology, 
St. Gallen (EMPA). AFM measurements of blood smears 
are described in our previous study.47 In short, AFM mea-
surements of blood smears were performed using 
Dimension Icon (Bruker) and SCOUT 150 HAR silicon 
AFM tips. AFM data were processed and analysed using 
Nanoscope analysis 1.9 (Bruker) software. Approximately 
1000 RBCs on 30–50 scanned areas (50 µm²) recorded at 
different locations on the glass were analysed for each par-
ticipant. The relative prevalence of protein fibrils on RBCs 
was calculated as the normalized surface coverage over an 
area of 5 µm² across the RBC membrane (see Fig. 1).

Statistical analyses
Statistical analyses were performed in the R environment 
for statistical computing (version 4.3.0,60 R Project for 
Statistical Computing). The prevalence of fibrils on RBCs 
was recorded as zero (0%) if no fibrils were detected and 
served as the main outcome measure. Descriptive statistics, 
exploratory ANOVA tests and χ2 tests were conducted 
using the ‘arsenal’ package to compare clinical characteris-
tics between disease groups61 (see Table 1). Linear regres-
sion models and ANOVA tests were used to explore the 
association between age and fibril aggregation on RBCs, in-
cluding age, group and age × group interaction as predic-
tors. Simple age regression slopes were analysed for each 
disease group separately using the ‘interaction’ package. 
Pairwise t-tests between groups were performed with 
Holm–Bonferroni adjustments for multiple testing using 
the ‘ggstats’ package.62 Additionally, receiver operating 
characteristic analyses were conducted using the ‘cutpointr’ 
package63 to differentiate between diagnosis groups based 
on the prevalence of fibrils on RBCs, optimizing the 
Youden index (sensitivity + specificity − 1). Exploratory lin-
ear regression analyses were conducted to investigate poten-
tial associations between haemoglobin levels, kidney 
function, systemic inflammation and BBB function in the 
patient group. Specifically, these analyses examined the rela-
tionships among haemoglobin, creatinine, C-reactive protein 
levels, albumin quotient (QAlb) and the prevalence of fibrils 
on RBCs (see Supplementary Fig. 1).

Results
Clinical characteristics
Table 1 presents group summary statistics of clinical char-
acteristics, CSF tTau Ag, pTau 181 and the Aβ 1–42/Aβ 
1–40 ratio, the MoCA and QMCI results and the 
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prevalence of fibrils on RBCs (for individual data, see 
Supplementary Tables 1 and 2). The HC group had a 
mean age of 51.6 years (SD = 16.7) within the age range 
of 18 to 88 years which was lower than in the patient 
groups. The majority of participants in both control and 
patient groups were female (70%). As expected, MoCA 
test results differed significantly among groups, with the 

HC group showing the highest scores. In the HC group, 
all participants achieved a MoCA score of 26 or higher 
(29.1 ± 1.0), and their QMCI scores ranged from 68.5 to 
93 points (84.1 ± 6.13%). Clinical neurological examina-
tions were unremarkable in all HC participants. Among 
the HC participants, 21 out of 50 reported a first-degree 
family member with dementia syndrome.

Figure 1 Nanoscale imaging of protein fibrils on RBCs. (A, B) Large-area and 3D-rendered AFM images of RBCs from HC (patient ID: 45). 
(C) Zoom-in AFM topography of RBC surface showing no evidence for fibrillar or even spherical particles on RBC membrane. The local 
differences in height on RBC stems from corrugations and lipid bilayer membrane damage. (D) Sectional profile extracted along the line indicated 
in AFM image shown in C revealing the local height differences across the RBC membrane. (E) 3D-rendered AFM image showing close-packed 
RBCs within a blood smear sample from a HC (ID: HC10). (F, G) Spatially magnified 3D AFM images showing the presence of fibrillar and spherical 
particles detected within the box region shown in E. (H) Sectional profile extracted along the line shown in F, revealing the local height differences 
across the RBC membrane. AFM, atomic force microscopy; RBC, red blood cell; HC, healthy control.
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Qualitative findings of AFM analysis of 
RBCs from healthy controls
Previously, we reported on AFM-based analysis of RBCs 
from a mixed cohort of 50 memory clinic patients.47 The dif-
ferences in protein aggregate morphology from annular oli-
gomers and protofibrils to mature fibrils were resolved and 
quantified. In the present study, we map the morphology 
of RBCs from 50 HC participants using AFM adopting the 
same methodology as previously desribed.47 We present de-
tailed AFM morphology analysis for two study participants 
(HC-45 and HC-10) as they represent the structural diversity 
of all the RBCs analysed in blood smears from all 50 HC par-
ticipants. Figure 1A and B are large-area AFM images ren-
dered three-dimensionally (3D) showing RBCs recorded at 
different locations within a blood smear sample from 
HC-45. The surface topography was relatively featureless, 
as seen from the AFM image (Fig. 1C) and cross-sectional 
profile (Fig. 1D) when compared to RBCs from 
Alzheimer’s disease patients,47 which was observed to be 
highly corrugated with protein aggregate deposits. Next, 
we present results as an example from a participant whose 
RBCs were observed to contain fibrillar aggregates. 
Figure 1E is an AFM topography of close-packed RBCs pre-
sent in blood smears from HC-10. Spatially magnifying 
within the region indicated by the box in Fig. 1E reveals 
the presence of both fibrillar and spherical aggregates as 
shown in 3D-rendered AFM images (Fig. 1F and G) and 
from cross-sectional profile (Fig. 1H). The length, size and 
prevalence of the fibrils across the RBCs are then quantified 
from the respective AFM topography.

Prevalence of fibrils on RBCs in HC 
and A+ patients in relation to age and 
laboratory parameters
In the multiple linear regression model, we observed a signifi-
cant main effect of group (F = 2.9, P = 0.04) but not of age 
(F = 2.8, P = 0.096). There was a significant interaction 
between age and group (F = 3.0, P = 0.04). Simple slope 
analyses revealed a significant correlation between age and 
fibril prevalence only in the ‘MCI/D A−’ group (P < 0.01), 
while no significant associations were found in the HC 
(P = 0.95), ‘SCD/other A−’ (P = 0.59) or ‘MCI/D A+’ 
(P = 0.40) groups (see Fig. 2A). No significant correlations 
were found in the patient group between haemoglobin, cre-
atinine, C-reactive protein levels, albumin quotient (QAlb), 
and the prevalence of fibrils on RBCs (see Supplementary 
Fig. 1).

Distinct group differences in the 
prevalence of fibrils on RBCs
Fibrillary protein aggregates on RBCs were detected in 14 
out of 50 HC participants and in all patients. The measured 
prevalence of fibrils on RBCs ranged from 0 to ∼30% surface 
coverage. Among the 14 HC participants exhibiting positive 
fibril detection, 4 reported a first-degree family history of de-
mentia. Notably, these subjects did not present with the 
highest fibril levels, recording values at 2, 5, 8, and 10%. 
Conversely, seven HC subjects showed fibril levels above 
10% but lacked a family history of dementia.

Table 1 Clinical characteristics and AFM data of participants by diagnosis group

HC (N = 50)
SCD/other  
A− (N = 8)

MCI/D  
A− (N = 11)

MCI/D A+  
(N = 18) Total (N = 87) P-value

Gender <0.001a

Male 8 (16.0%) 6 (75.0%) 7 (63.6%) 5 (27.8%) 26 (29.9%)
Female 42 (84.0%) 2 (25.0%) 4 (36.4%) 13 (72.2%) 61 (70.1%)

Age <0.001b

Mean (SD) 51.56 (16.67) 63.02 (10.02) 71.12 (9.70) 70.94 (10.36) 59.10 (16.76)
Range 18.00–88.00 54.10–81.50 54.90–85.10 53.20–89.80 18.00–89.80

Years of education 14.72 (2.72) 13.86 (4.02) 11.70 (3.97) 11.65 (2.76) 13.67 (3.27) <0.001b

Adjusted MoCA score (/30) 29.14 (1.03) 25.29 (2.14) 19.20 (3.33) 16.18 (5.36) 25.01 (6.17) <0.001b

QMCI 84.09 (6.13) NA NA NA 84.09 (6.13)
CSF amyloid 1–42/1–40 ratio NA 0.09 (0.01) 0.10 (0.01) 0.04 (0.01) 0.07 (0.03) <0.001b

CSF p-tau (ng/l) NA 30.81 (9.07) 35.43 (14.40) 115.23 (47.59) 73.25 (53.49) <0.001b

CSF t-tau (ng/l) NA 219.38 (71.95) 254.00 (116.23) 716.67 (301.46) 477.64 (327.98) <0.001b

Mean prevalence of fibrils on RBCs (%) <0.001b

Mean (SD) 2.96 (6.10) 30.75 (18.13) 45.36 (25.70) 68.00 (14.09) 24.33 (29.82)
Mean (confidence interval) 2.96 (1.23, 4.69) 30.75 (15.59, 45.91) 45.36 (28.10, 62.63) 68.00 (60.99, 75.01) 24.33 (17.98, 30.69)
Range 0.00–30.00 13.00–73.00 15.00–80.00 45.00–95.00 0.00–95.00

The mean and standard deviation (in parentheses), as well as range and 95% confidence interval of selected variables, are given. P-values of between-group differences are based on 
ANOVA tests for numerical data and on χ2 tests for categorical data. NA, not available. aPearson’s χ2 test. bLinear model ANOVA.
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Significant group differences were found in the mean 
prevalence of fibrils on RBCs (see Fig. 2B). The HC subjects 
had a significantly lower prevalence (2.96 ± 6.1%) com-
pared to all three patient groups (P < 0.001). Furthermore, 
the ‘SCD/other A−’ group had a lower prevalence (30.8 ±  
18.1%) compared to both the ‘MCI/D A−’ group (45.4 ±  
25.7%, P = 0.02) and the ‘MCI/D A+’ group (68.0 ± 14.1, 
P < 0.001). Lastly, the ‘MCI/D A+’ group showed a signifi-
cantly higher fibril prevalence than the ‘MCI/D A−’ group 
(P < 0.001).

Exploratory receiver operating 
characteristic analyses
Given the distinct difference in fibril prevalence between the 
HC group and the other groups, various cut-offs (ranging 
from 12.5 to 37.5%) accurately differentiated the HC group 
from the others (accuracy 0.95–1.0, area under the curve 

0.98–1; see Fig. 3A–C). In contrast, the fibril prevalence be-
tween the ‘MCI/D A+’ and ‘MCI/D A−’ groups overlapped, 
resulting in a moderate accuracy (0.79) and area under the 
curve (0.76) when using a fibril prevalence cut-off of 40% 
to differentiate between these groups (see Fig. 3D).

Discussion
Our study investigates fibril aggregation on RBCs across 
healthy aging and its implications as biomarker for neurode-
generative diseases, particularly Alzheimer’s disease. 
Employing AFM, we quantified the extent of fibril aggre-
gates on RBCs in blood smear samples from healthy adults 
and compared these measurements with those from a hetero-
geneous memory clinic cohort.47 The results provide prelim-
inary insights into the occurrence and extent of fibril 
aggregation on RBCs in healthy aging, suggesting a potential 
role as a biomarker of neurodegenerative diseases.

Figure 2 Prevalence of fibrils on RBCs across age and groups. (A) Prevalence of fibrils on RBCs plotted against age for each group, with 
regression lines and 95% confidence intervals indicating the simple slopes of age within each group. A horizontal dotted line, marking a 40% 
prevalence of fibrils on RBCs, represents the previously established cut-off for indicating amyloid positivity in CSF.47 A significant age-related 
increase in fibril prevalence was observed only in the ‘MCI/D A−’ group [slope 1.2%/year, 95% confidence interval (0.4, 2.0), P = 0.005]. No 
significant correlations were found in the HC (P = 0.95), ‘SCD/other A−’ (P = 0.59) or ‘MCI/D A+’ (P = 0.40) groups. (B) Box and whisker plots 
combined with violin plots in the Tukey style, representing the mean fibril prevalence on RBCs for each group. Significant pairwise differences 
between groups after Holm adjustment are noted above the brackets (P < 0.05, **P < 0.01, and ***P < 0.001). Results indicate significant 
differences between HC and both MCI/D A+ (P < 0.001) and MCI/D A− (P < 0.001) and between SCD/other A− and both MCI groups 
(A+ P < 0.001; A− P = 0.018). The comparison between the MCI/D A+ and MCI/D A− groups also shows a significant difference (P < 0.001). 
RBC, red blood cell; HC, healthy control; MCI/D A−, mild cognitive impairment/dementia, amyloid-negative; SCD/other A−, subjective cognitive 
decline/other, amyloid-negative); MCI/D A+, mild cognitive impairment/dementia, amyloid-positive.
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Fibrillar deposits on RBCs were sporadically detected in 
14 out of 50 healthy aging individuals, and when present, 
they displayed a lower prevalence on RBCs compared to pa-
tients with neurodegenerative diseases and also memory clin-
ic patients with no clinical evidence of neurodegenerative 
disease. Notably, patients with Alzheimer’s disease path-
ology, confirmed by a positive CSF Aβ 1–42/1–40 ratio, 
showed the highest levels of fibrils on RBCs, suggesting a cor-
relation with Alzheimer’s disease pathology. However, there 
was a significant overlap in the prevalence of fibrillar aggre-
gates on RBCs between amyloid-positive and amyloid- 
negative patients but not with healthy controls (HC). 
Interestingly, we found no substantial correlation between 
age and fibril prevalence among cognitively healthy partici-
pants, patients with no evidence of neurodegeneration or 
amyloid-positive patients. Nonetheless, age-related increases 
were evident in a small, heterogeneous group of amyloid- 
negative patients with non-Alzheimer’s disease neurodegen-
erative/vascular diseases, necessitating further exploration in 
larger cohorts.

Preliminary receiver operating characteristic analyses de-
monstrated that different cut-offs of fibril prevalence accur-
ately differentiated cognitively healthy individuals from 

patient groups. However, the overlap in fibril prevalence 
posed a limitation when distinguishing between amyloid- 
positive and amyloid-negative patients with neurodegenera-
tive disease, suggesting that RBC fibril deposition may not be 
exclusive to Alzheimer’s disease but might also be present in 
other neurodegenerative diseases. We also noted significant 
fibril coverage on RBCs in amyloid-negative patients with 
vascular cognitive disorders, suggesting that these fibrils 
may derive from proteins associated with non-Alzheimer’s 
disease neurodegenerative diseases, considering the frequent 
overlap of neurodegenerative pathologies in dementia 
patients.14,64 We discovered a notable prevalence of fibril 
aggregates on RBCs in neurodegenerative disease patients, 
particularly in Alzheimer’s disease cases. This supports pre-
vious research indicating increased Aβ binding in 
Alzheimer’s disease patient RBCs and aligns with 
immuno-infrared-sensor studies linking Aβ misfolding in 
plasma to brain amyloidosis and early Alzheimer’s disease 
risk in the elderly.33-36,42 This could indicate that the patho-
logical process of protein misfolding and aggregation in the 
brain involved in neurodegenerative diseases like 
Alzheimer’s disease,17 Parkinson’s disease and Lewy body 
disease,18 frontotemporal degeneration19 and amyotrophic 

Figure 3 Receiver operating characteristic analyses and diagnostic performance measures of the prevalence of fibrils on RBCs 
for differentiating between participants in the HC group and the patient groups (A–C), as well as between patients with 
cognitive impairments due to neurodegenerative diseases who are amyloid-positive (MCI/D A+) and those who are 
amyloid-negative (MCI/D A−) (D). RBC, red blood cell; HC, healthy control; MCI/D A−, mild cognitive impairment/dementia, 
amyloid-negative; SCD/other A−, subjective cognitive decline/other, amyloid-negative; MCI/D A+, mild cognitive impairment/dementia, 
amyloid-positive; prev, prevalence of disease; opt. cp, optimal cut point determined by the Youden index; acc, accuracy; sens, sensitivity; spec, 
specificity; AUC, area under the curve; ppv, positive predictive value; npv, negative predictive value.

8 | BRAIN COMMUNICATIONS 2024, fcae180                                                                                                             T. R. Schneider et al.

D
ow

nloaded from
 https://academ

ic.oup.com
/braincom

m
s/article/6/3/fcae180/7692347 by guest on 13 June 2024



lateral sclerosis20 may be detected in peripheral blood 
samples.

Recently, we detailed the protein morphology on RBCs 
within the analysed memory clinic cohort47 noting that 
among annular, spherical and fibrillar aggregates, only fibrils 
were consistently observed across all patients, with distinct 
morphological variations correlating with cognitive decline 
stages. RBCs of patients with mild Alzheimer’s disease 
were characterized by nodular, single-strand fibrils, suggest-
ing protofibrillar aggregates, whereas RBCs from patients 
with severe Alzheimer’s disease–featured complex, inter-
twined, double-strand fibrils, indicative of mature fibrils. In 
the current study, RBCs from HC exhibited short, thin fibrils 
with protofibril morphology. These observations suggest fi-
bril growth and evolution from oligomers to mature fibrils 
on RBCs, as the passage of mature, double-stranded fibrils 
from the brain across the BBB is improbable. The likelihood 
of oligomers adhering to RBCs, considering the Aβ42 
peptide’s inherent tendency to aggregate, supports this 
hypothesis.29,65 An advantage of measuring protein aggre-
gates on RBCs instead of soluble oligomers in plasma is the 
longevity of RBCs of approximately 120 days on average 
which may render measures of fibrils on RBCs more robust 
to variation environmental factors and the kidney function. 
However, interindividual differences in the life span of 
RBCs37 might lead to variation in fibril levels as has been 
observed in studies of glycated haemoglobin in diabetes 
management .66 BBB dysfunction, known to occur in 
Alzheimer’s disease patients,67,68 may facilitate the release 
of Aβ42 monomers into the bloodstream69 and could there-
fore influence the fibril prevalence on RBCs. However, in our 
pilot memory clinic cohort, only one Alzheimer’s disease de-
mentia patient exhibited a CSF/serum albumin ratio indica-
tive of BBB dysfunction, and we observed no correlation 
between BBB integrity and fibril prevalence.

Limitations and future directions
Our findings are preliminary due to several important limita-
tions, notably the lack of chemical characterization of the fi-
brils.46,47 Without this chemical information, no definitive 
conclusions about the cerebral origin of the fibrils can be 
drawn. Moreover, the reasons behind the increased fibril 
presence on RBCs in neurodegenerative diseases—whether 
a result of enhanced seeding and formation of fibrils by 
disease-specific proteins or impaired clearance from the 
bloodstream—remain to be determined. Extensive research 
has shown that specific protein seeds can form varying struc-
tures depending on their environment, as evidenced by stud-
ies on tau fragments isolated from Alzheimer’s disease brain 
tissues.70-72 In line with this, we have recently demonstrated 
that ultra-long fibrils, extending into the micrometre range, 
are present in the CSF of Alzheimer’s disease patients, differ-
ing significantly from the fibrils in the nanometre range ob-
served on RBCs.46

The second major limitation is the small sample size of the 
patient cohort which is due to the labour intensity of AFM 

and limited resources. Furthermore, our study did not in-
clude the evaluation of CSF Alzheimer’s disease biomarkers 
in the HC group or conduct standard laboratory panels.

The principal challenges in using AFM techniques for 
studying proteins in neurodegenerative disease as potential 
biomarker candidates include integrating protein identifica-
tion methods with AFM and automating the analysis. 
Automating the AFM for high image capture and machine 
learning guided data analysis could address throughput chal-
lenges. To improve fibril detection and characterization spe-
cificity, future research should consider combining AFM 
with techniques like fluorescent microscopy, which tags pro-
tein aggregates with specific fluorophores.73 Incorporating 
AFM with immunofluorescence–AFM techniques that iden-
tify Aβ, tau, TDP-43 and α-synuclein peptides in detailed 
protein structures would enable thorough analysis of protein 
aggregation in body fluids. This approach could offer a bio-
marker platform for detecting the presence and stage of 
prevalent neurodegenerative diseases using just a blood or 
CSF sample, fulfilling the unmet need for non-invasive bio-
markers, particularly for non-Alzheimer’s disease, neurode-
generative diseases.

Conclusion
Despite the highlighted limitations, our preliminary results 
provide novel insights into the occurrence and extent of fibril 
aggregation on RBCs in healthy aging and neurodegenera-
tive diseases. Our results suggest that fibril accumulation 
on RBCs could serve as a sensitive indicator of neurodegen-
eration, distinct from the healthy aging process, potentially 
offering a diagnostic means to differentiate between healthy 
individuals and those with neurodegenerative disease, par-
ticularly Alzheimer’s disease. Notably, the observed increase 
in fibril deposition on RBCs among patients with subjective 
cognitive decline or cognitive impairments, in the absence of 
confirmed neurodegeneration, points to the possibility of un-
diagnosed neurodegenerative diseases within this group. In 
addition, AFM measurements on RBCs prepared from whole 
blood collected at different time points from the same patient 
will also help clarify the role of RBC’s age-dependent accu-
mulation of protein aggregates. Future research that com-
bines AFM with immunofluorescence could not only 
enhance our understanding of protein aggregation on 
RBCs but also aid in identifying specific neurodegenerative 
diseases using blood samples. The necessity for larger cohort 
studies employing advanced immunofluorescence–AFM 
techniques is evident to verify these initial findings and to val-
idate the potential diagnostic value of RBC fibril analysis in 
neurodegenerative diseases.

Supplementary material
Supplementary material is available at Brain Communications 
online.

Fibril aggregation on red blood cells                                                                                       BRAIN COMMUNICATIONS 2024, fcae180 | 9

D
ow

nloaded from
 https://academ

ic.oup.com
/braincom

m
s/article/6/3/fcae180/7692347 by guest on 13 June 2024

http://academic.oup.com/braincomms/article-lookup/doi/10.1093/braincomms/fcae180#supplementary-data


Acknowledgements
We express our gratitude to the anonymous reviewers for 
their constructive feedback and suggestions, which signifi-
cantly enhanced the quality of our manuscript. 
Additionally, we extend our thanks to Natalia Pikor and 
Margaux Verdon for their valuable help in the manuscript re-
vision process.

Funding
The authors acknowledge the Empa-KSSG research grant 
(number: 21/11) for the financial support. P.N.N. thanks 
the Synapsis Foundation-Dementia Research Switzerland 
for the financial support (project number: 2022-PI03).

Competing interests
The authors report no competing interests.

Data availability
All data needed to evaluate the conclusions in the paper are 
presented in the paper. Additional data related to this paper 
may be requested from the authors.

References
1. Masters CL, Bateman R, Blennow K, Rowe CC, Sperling RA, 

Cummings JL. Alzheimer’s disease. Nat Rev Dis Primers. 2015;1: 
15056.

2. Lobo A, Launer LJ, Fratiglioni L, et al. Prevalence of dementia and 
major subtypes in Europe: A collaborative study of population- 
based cohorts. Neurologic Diseases in the Elderly Research 
Group. Neurology. 2000;54(11 Suppl 5):S4-S9.

3. Alzheimer’s disease facts and figures. Alzheimers Dement. 2022; 
18(4):700-789.

4. Selkoe DJ, Hardy J. The amyloid hypothesis of Alzheimer’s disease 
at 25 years. EMBO Mol Med. 2016;8(6):595-608.

5. Heneka MT, Carson MJ, El Khoury J, et al. Neuroinflammation in 
Alzheimer’s disease. Lancet Neurol. 2015;14(4):388-405.

6. Braak H, Alafuzoff I, Arzberger T, Kretzschmar H, Del Tredici K. 
Staging of Alzheimer disease-associated neurofibrillary pathology 
using paraffin sections and immunocytochemistry. Acta 
Neuropathol. 2006;112(4):389-404.

7. Braak H, Tredici KD, Rüb U, de Vos RAI, Jansen Steur ENH, Braak 
E. Staging of brain pathology related to sporadic Parkinson’s dis-
ease. Neurobiol Aging. 2003;24(2):197-211.

8. Thal DR, Rüb U, Orantes M, Braak H. Phases of A beta-deposition 
in the human brain and its relevance for the development of AD. 
Neurology. 2002;58(12):1791-1800.

9. Hampel H, Hardy J, Blennow K, et al. The amyloid-β pathway in 
Alzheimer’s disease. Mol Psychiatry. 2021;26(10):5481-5503.

10. Mawuenyega KG, Sigurdson W, Ovod V, et al. Decreased clearance 
of CNS beta-amyloid in Alzheimer’s disease. Science. 2010; 
330(6012):1774.

11. Bateman RJ, Munsell LY, Morris JC, Swarm R, Yarasheski KE, 
Holtzman DM. Human amyloid-beta synthesis and clearance rates 

as measured in cerebrospinal fluid in vivo. Nat Med. 2006;12(7): 
856-861.

12. Engelhardt B, Carare RO, Bechmann I, Flügel A, Laman JD, Weller 
RO. Vascular, glial, and lymphatic immune gateways of the central 
nervous system. Acta Neuropathol. 2016;132(3):317-338.

13. Seitkazina A, Kim KH, Fagan E, Sung Y, Kim YK, Lim S. The fate of 
tau aggregates between clearance and transmission. Front Aging 
Neurosci. 2022;14:932541.

14. Brenowitz WD, Hubbard RA, Keene CD, et al. Mixed neuropathol-
ogies and estimated rates of clinical progression in a large autopsy 
sample. Alzheimers Dement. 2017;13(6):654-662.

15. Robinson JL, Richardson H, Xie SX, et al. The development and 
convergence of co-pathologies in Alzheimer’s disease. Brain. 
2021;144(3):953-962.

16. Robinson JL, Lee EB, Xie SX, et al. Neurodegenerative disease con-
comitant proteinopathies are prevalent, age-related and 
APOE4-associated. Brain. 2018;141(7):2181-2193.

17. Kollmer M, Close W, Funk L, et al. Cryo-EM structure and poly-
morphism of Abeta amyloid fibrils purified from Alzheimer’s brain 
tissue. Nat Commun. 2019;10(1):4760.

18. Lashuel HA. Do Lewy bodies contain alpha-synuclein fibrils? And 
does it matter? A brief history and critical analysis of recent reports. 
Neurobiol Dis. 2020;141:104876.

19. Neumann M, Rademakers R, Roeber S, Baker M, Kretzschmar HA, 
Mackenzie IR. A new subtype of frontotemporal lobar degeneration 
with FUS pathology. Brain. 2009;132(Pt 11):2922-2931.

20. Chattopadhyay M, Durazo A, Sohn SH, et al. Initiation and elong-
ation in fibrillation of ALS-linked superoxide dismutase. Proc Natl 
Acad Sci U S A. 2008;105(48):18663-18668.

21. Rajan KB, Weuve J, Barnes LL, McAninch EA, Wilson RS, Evans 
DA. Population estimate of people with clinical Alzheimer’s disease 
and mild cognitive impairment in the United States (2020–2060). 
Alzheimers Dement. 2021;17(12):1966-1975.

22. Walther Dirk M, Kasturi P, Zheng M, et al. Widespread proteome 
remodeling and aggregation in aging C. elegans. Cell. 2015; 
161(4):919-932.

23. David DC, Ollikainen N, Trinidad JC, Cary MP, Burlingame AL, 
Kenyon C. Widespread protein aggregation as an inherent part of 
aging in C. elegans. PLoS Biol. 2010;8(8):e1000450.

24. Groh N, Bühler A, Huang C, et al. Age-dependent protein aggrega-
tion initiates amyloid-β aggregation. Front Aging Neurosci. 2017;9: 
138.

25. Morales R, Moreno-Gonzalez I, Soto C. Cross-seeding of misfolded 
proteins: Implications for etiology and pathogenesis of protein mis-
folding diseases. PLoS Pathog. 2013;9(9):e1003537.

26. Fang Y-S, Tsai K-J, Chang Y-J, et al. Full-length TDP-43 forms toxic 
amyloid oligomers that are present in frontotemporal lobar 
dementia-TDP patients. Nat Commun. 2014;5(1):4824.

27. Vasconcelos B, Stancu I-C, Buist A, et al. Heterotypic seeding of tau 
fibrillization by pre-aggregated Abeta provides potent seeds for 
prion-like seeding and propagation of tau-pathology in vivo. Acta 
Neuropathol. 2016;131(4):549-569.

28. Bjerke M, Portelius E, Minthon L, et al. Confounding factors influ-
encing amyloid beta concentration in cerebrospinal fluid. Int J 
Alzheimers Dis. 2010;2010:986310.

29. Toombs J, Paterson RW, Schott JM, Zetterberg H. Amyloid-beta 42 
adsorption following serial tube transfer. Alzheimers Res Ther. 
2014;6(1):5.

30. Xie Y, Yang Q, Liu C, et al. Exploring the pattern associated with 
longitudinal changes of beta-amyloid deposition during cognitively 
normal healthy aging. Front Med (Lausanne). 2020;7:617173.

31. Haller S, Montandon ML, Lilja J, et al. PET amyloid in normal 
aging: Direct comparison of visual and automatic processing meth-
ods. Sci Rep. 2020;10(1):16665.

32. Jack CR Jr, Wiste HJ, Schwarz CG, et al. Longitudinal tau PET in 
ageing and Alzheimer’s disease. Brain. 2018;141(5):1517-1528.

33. Nabers A, Ollesch J, Schartner J, et al. Amyloid-β-secondary struc-
ture distribution in cerebrospinal fluid and blood measured by an 

10 | BRAIN COMMUNICATIONS 2024, fcae180                                                                                                           T. R. Schneider et al.

D
ow

nloaded from
 https://academ

ic.oup.com
/braincom

m
s/article/6/3/fcae180/7692347 by guest on 13 June 2024



immuno-infrared-sensor: A biomarker candidate for Alzheimer’s 
disease. Anal Chem. 2016;88(5):2755-2762.

34. Nabers A, Perna L, Lange J, et al. Amyloid blood biomarker detects 
Alzheimer’s disease. EMBO Mol Med. 2018;10(5):e8763.

35. Mollers T, Stocker H, Perna L, et al. Abeta misfolding in blood plas-
ma measured by immuno-infrared-sensor as an age-independent 
risk marker of Alzheimer’s disease. Alzheimers Dement (Amst). 
2021;13(1):e12151.

36. Stockmann J, Verberk IMW, Timmesfeld N, et al. Amyloid-beta 
misfolding as a plasma biomarker indicates risk for future clinical 
Alzheimer’s disease in individuals with subjective cognitive decline. 
Alzheimers Res Ther. 2020;12(1):169.

37. Franco RS. Measurement of red cell lifespan and aging. Transfus 
Med Hemother. 2012;39(5):302-307.

38. Dittrich A, Ashton NJ, Zetterberg H, et al. Association of chronic 
kidney disease with plasma NfL and other biomarkers of neurode-
generation. Neurology. 2023;101(3):e277-e288.

39. Stocker H, Beyer L, Trares K, et al. Association of kidney function 
with development of Alzheimer disease and other dementias and 
dementia-related blood biomarkers. JAMA Network Open. 2023; 
6(1):e2252387.

40. Rahbar S, Blumenfeld O, Ranney HM. Studies of an unusual hemo-
globin in patients with diabetes mellitus. Biochem Biophys Res 
Commun. 1969;36(5):838-843.

41. Sherwani SI, Khan HA, Ekhzaimy A, Masood A, Sakharkar MK. 
Significance of HbA1c test in diagnosis and prognosis of diabetic pa-
tients. Biomark Insights. 2016;11:95-104.

42. Lan J, Liu J, Zhao Z, et al. The peripheral blood of Aβ binding RBC 
as a biomarker for diagnosis of Alzheimer’s disease. Age Ageing. 
2015;44(3):458-464.

43. Yue T, Jia X, Petrosino J, et al. Computational integration of nano-
scale physical biomarkers and cognitive assessments for Alzheimer’s 
disease diagnosis and prognosis. Sci Adv. 2017;3(7):e1700669.

44. De S, Whiten DR, Ruggeri FS, et al. Soluble aggregates present in 
cerebrospinal fluid change in size and mechanism of toxicity during 
Alzheimer’s disease progression. Acta Neuropathol Commun. 
2019;7(1):120.

45. Lobanova E, Whiten D, Ruggeri FS, et al. Imaging protein aggre-
gates in the serum and cerebrospinal fluid in Parkinson’s disease. 
Brain. 2021;145:632-643.

46. Nirmalraj PN, Schneider T, Luder L, Felbecker A. Protein fibril 
length in cerebrospinal fluid is increased in Alzheimer’s disease. 
Commun Biol. 2023;6(1):251.

47. Nirmalraj PN, Schneider T, Felbecker A. Spatial organization of 
protein aggregates on red blood cells as physical biomarkers of 
Alzheimer’s disease pathology. Sci Adv. 2021;7(39):eabj2137.

48. Xia K, Trasatti H, Wymer JP, Colón W. Increased levels of hyper- 
stable protein aggregates in plasma of older adults. Age (Dordr). 
2016;38(3):56.

49. Ehrensperger MM, Taylor KI, Berres M, et al. BrainCheck—A very 
brief tool to detect incipient cognitive decline: Optimized case- 
finding combining patient- and informant-based data. Alzheimers 
Res Ther. 2014;6(9):69.

50. Nasreddine ZS, Phillips NA, Bédirian V, et al. The Montreal 
Cognitive Assessment, MoCA: A brief screening tool for mild cogni-
tive impairment. J Am Geriatr Soc. 2005;53(4):695-699.

51. O’Caoimh R, Gao Y, Svendovski A, Gallagher P, Eustace J, Molloy 
DW. Comparing approaches to optimize cut-off scores for short 
cognitive screening instruments in mild cognitive impairment and 
dementia. J Alzheimers Dis. 2017;57(1):123-133.

52. Augutis K, Axelsson M, Portelius E, et al. Cerebrospinal fluid bio-
markers of β-amyloid metabolism in multiple sclerosis. Mult Scler. 
2013;19(5):543-552.

53. Jeppsson A, Zetterberg H, Blennow K, Wikkelsø C. Idiopathic 
normal-pressure hydrocephalus: Pathophysiology and diagnosis 
by CSF biomarkers. Neurology. 2013;80(15):1385-1392.

54. Krut JJ, Zetterberg H, Blennow K, et al. Cerebrospinal fluid 
Alzheimer’s biomarker profiles in CNS infections. J Neurol. 2013; 
260(2):620-626.

55. Zetterberg H. Biofluid-based biomarkers for Alzheimer’s 
disease-related pathologies: An update and synthesis of the litera-
ture. Alzheimers Dement. 2022;18(9):1687-1693.

56. Sachdev P, Kalaria R, O’Brien J, et al. Diagnostic criteria for vascu-
lar cognitive disorders. Alzheimer Dis Assoc Disord. 2014;28(3): 
206-218.

57. Nakajima M, Yamada S, Miyajima M, et al. Guidelines for manage-
ment of idiopathic normal pressure hydrocephalus (third edition): 
Endorsed by the Japanese Society of Normal Pressure 
Hydrocephalus. Neurol Med Chir (Tokyo). 2021;61(2):63-97.

58. McKeith IG, Boeve BF, Dickson DW, et al. Diagnosis and manage-
ment of dementia with Lewy bodies: Fourth consensus report of the 
DLB Consortium. Neurology. 2017;89(1):88-100.

59. McKhann GM, Knopman DS, Chertkow H, et al. The diagnosis of 
dementia due to Alzheimer’s disease: Recommendations from the 
National Institute on Aging-Alzheimer’s Association workgroups 
on diagnostic guidelines for Alzheimer’s disease. Alzheimers 
Dement. 2011;7(3):263-269.

60. R Core Team. R: A language and environment for statistical com-
puting.: Austria; 2018.

61. arsenal: An Arsenal of ‘R’ Functions for Large-Scale Statistical 
Summaries. Version 3.63. 2021. https://CRAN.R-project.org/ 
package=arsenal

62. Patil I. Visualizations with statistical details: The ‘ggstatsplot’ ap-
proach. J Open Source Softw. 2021;6(61):3167.

63. Thiele C, Hirschfeld G. cutpointr: Improved estimation and valid-
ation of optimal cutpoints in R. J Stat Softw. 2021;98(11):1-27.

64. Tome SO, Thal DR. Co-pathologies in Alzheimer’s disease: Just 
multiple pathologies or partners in crime? Brain 2021;144(3): 
706-708.

65. Hansson O, Batrla R, Brix B, et al. The Alzheimer’s Association 
international guidelines for handling of cerebrospinal fluid for rou-
tine clinical measurements of amyloid beta and tau. Alzheimers 
Dement. 2021;17(9):1575-1582.

66. Malka R, Nathan DM, Higgins JM. Mechanistic modeling of hemo-
globin glycation and red blood cell kinetics enables personalized 
diabetes monitoring. Sci Transl Med. 2016;8(359):359ra130.

67. Kurz C, Walker L, Rauchmann B-S, Perneczky R. Dysfunction of 
the blood–brain barrier in Alzheimer’s disease: Evidence from hu-
man studies. Neuropathol Appl Neurobiol. 2022;48(3):e12782.

68. Zlokovic BV. Neurovascular pathways to neurodegeneration in 
Alzheimer’s disease and other disorders. Nat Rev Neurosci. 2011; 
12(12):723-738.

69. Bellaver B, Puig-Pijoan A, Ferrari-Souza JP, et al. Blood-brain bar-
rier integrity impacts the use of plasma amyloid-β as a proxy of 
brain amyloid-β pathology. Alzheimers Dement. 2023;19(9): 
3815-3825.

70. Lövestam S, Koh FA, van Knippenberg B, et al. Assembly of recom-
binant tau into filaments identical to those of Alzheimer’s disease 
and chronic traumatic encephalopathy. Elife. 2022;11:e76494.

71. Al-Hilaly YK, Pollack SJ, Vadukul DM, et al. Alzheimer’s disease- 
like paired helical filament assembly from truncated tau protein is 
independent of disulfide crosslinking. J Mol Biol. 2017;429(23): 
3650-3665.

72. Lutter L, Al-Hilaly YK, Serpell CJ, et al. Structural identification of 
individual helical amyloid filaments by integration of cryo-electron 
microscopy-derived maps in comparative morphometric 
atomic force microscopy image analysis. J Mol Biol. 2022;434(7): 
167466.

73. Fuhs T, Flachmeyer B, Krueger M, Blietz A, Härtig W, Michalski D. 
Combining atomic force microscopy and fluorescence-based techni-
ques to explore mechanical properties of naive and 
ischemia-affected brain regions in mice. Sci Rep. 2023;13(1):12774.

Fibril aggregation on red blood cells                                                                                     BRAIN COMMUNICATIONS 2024, fcae180 | 11

D
ow

nloaded from
 https://academ

ic.oup.com
/braincom

m
s/article/6/3/fcae180/7692347 by guest on 13 June 2024

https://CRAN.R-project.org/package=arsenal
https://CRAN.R-project.org/package=arsenal

	Protein fibril aggregation on red blood cells: a potential biomarker to distinguish neurodegenerative diseases from healthy aging
	Introduction
	Materials and methods
	Study population
	Cognitively unimpaired subjects
	Patient cohort
	Sample handling and AFM measurements
	Statistical analyses

	Results
	Clinical characteristics
	Qualitative findings of AFM analysis of RBCs from healthy controls
	Prevalence of fibrils on RBCs in HC and A+ patients in relation to age and laboratory parameters
	Distinct group differences in the prevalence of fibrils on RBCs
	Exploratory receiver operating characteristic analyses

	Discussion
	Limitations and future directions

	Conclusion
	Supplementary material
	Acknowledgements
	Funding
	Competing interests
	Data availability
	References


